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Reanalysis of Exome or Genome Sequencing 
Data 

I. Reanalysis of exome or genome sequencing data is considered medically 
necessary when1: 

A. The member had exome or genome sequencing at least 18 months ago, OR 

B. The member’s phenotype has expanded to include clinical findings2 that 
were not present at the time of the initial exome or genome sequencing 
analysis, AND 

1. Results of prior exome or genome sequencing do not explain these 
new clinical findings.  

II. Reanalysis of exome or genome sequencing data is considered investigational for 
all other indications. 

1If reanalysis of exome data is not possible, see the genome sequencing criteria for additional coverage 
information. 

2See Standard Exome Sequencing or Standard Genome Sequencing criteria for qualifying clinical findings. 

 

 

 

DEFINITIONS 
1. Exome Sequencing (ES) is a genomic technique for sequencing all of the 

protein-coding regions of genes in the genome (also known as the exome). 

2. Exome sequencing reanalysis or Reanalysis of exome may not be possible in 
some situations. Sequencing platforms may have changed substantially enough 
that the performing lab can no longer use the data from the original ES in their 
pipeline. Specifically, ES reanalysis may not be possible if there have been 
improvements in technology/chemistry (e.g., new methods for DNA capture and/or 
sequencing), bioinformatics advancements, or there is new information regarding 
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the genetic etiology of a condition that could explain the patient’s clinical features 
and would not have been able to be detected by the previous exome sequencing. 

3. Genome Sequencing (GS) is a genomic technique for sequencing the complete 
DNA sequence, which includes protein coding as well as non-coding DNA 
elements. 
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